H29 423 o= FE OE K ¥ ¥ M Vol. 29, No. 23
2007 £ 12 A ACTA ACADEMIAE MEDICINAE MILITARIS TERTIAE Dec. 2007 2207

SCELER S L 1000-5404 (2007 ) 23-2207-05 i‘&%’
BC047440-siRNA 3 BF48 HepG2 £ fif 38 58 #1112 H 43 F L B9 90 45 R 34
W2 FE K HOE BB, R OFLHR B R (45 = ZEBE K230 B B AT AR AP, 3K 400037 )

# OE. HiY  FIH/DNTAE RNA(small interfering RNA , siRNA ) 411 il 1T 98 4F 5 2 [B) BC047440 [ 23 , I HL A7 il
& o 440 O 484 5 A 7 0 B M A A A RS A 4 T HL . ik BTTHER X BCO47440 BE[H ) siRNA, #4 pGenSil-
1-BC047440-siRNA BLHEFe k04, M9 NG B 1 5 siRNA ) 2084 48 (6,9% e F2 15 3K pGenSil-1-BC047440-siRNA |
%5 FAASTORL pGenSil-1 % Yy A HepG2 40 i 8 <7 K5 40 MMk ; B 5 SC 0 43 49 3 41 : 5 Y siRNA ik A4 (PP, ) FEHe=s
JFORI4L (PP, ) FIA AL B Y 5EA HepG2 44 (PP, ) . R GE Bt PCR #21ll BCO47440 mRNA ik 7E 4k ; CCK-8 4147 4
T 4 T3 S o A T S T 0 P 40 L 4 18 R ) 5 B S TR NF-wB T 1 S8 A G FE P c-mye \bel-2 cyelin D, A
#EE i PCR KT mRNA KF A8 0, S5 A YR 3R48 PP, PP A1 H M SERE , PP, 41 PP 41 HEA, BCO47440
mRNA 7K - HA 5 A, S 382 R 75% 5 4 B4 7 S 56 vp PP, ZH 400 Y 396 58 R 0 B S0 K, S 0 0 R TS R SE B 45 SR R PPy
2R W HETE Ly (8. 42 0. 82) % , B AR PP, 41[ (39.31 £5.39) % | fl PP 4 [ (40.96 £3.21)% ] (P <0.01), i) NF-
KB T ST AR 9 LS A B 4 B PP, 4 c-mye mRNA ik B B FRAS, 202 PPoALI 12725 ARSI R R4k, &5k

T4 BCOATA40 PR 38 32 AT L2 4000340 FFF 900 440 P £y 98 0, 7] 2648 7R BCO47440 KL PR BT LA X e-mye 52 1F [a] 145 £ T, DA TIT i€ a2

T 400 40 P ) 104 5T , 57 470 ) BCO47440 FE R AT fil A o 45 Tl A FFF 988 400 M A= 5 0 7 280HE o

F 17 : BC047440 ; HepG2 ;c-myc ; A 40 ; siRNA

L4y #S . R394.2; R73-362; R735.7 HRFRINAD: A

siRNA-mediated silencing of BC047440 gene inhibits proliferation of human

HepG2 cell

LIU Shi-cheng, LI Jing, HUANG Xiao-bing, YANG Tong-han, LIANG Ping, ZHENG Lu, ZHAO Hong-zhi ( Department
of Hepatobiliary Surgery, Xingiao Hospital, Third Military Medical University, Chongging 400037, China)

Abstract; Objective To observe the effect on the proliferation of HepG2 cell by inhibiting the expression
of BC047440 gene. Methods Small interfering RNAs for BC047440 gene were designed using Ambion soft-
ware and synthesized. The recombinant plasmid pGenSil-1-BC047440-siRNA was constructed with the smRNAs
and pGenSil-1. The vacant vector pGenSil-1 and pGenSil-1-BC047440-siRNA vector were transfected into
HepG2 cells by Lipofectamine™ 2000 and the positive clones were screened by G418, then identified by detec-
ting green fluorescence. BC047440 mRNA expression was detected by real-time PCR. The cell proliferation rate
was analysed by CCK-8. The cell colony formation rate was measured by plate colony formation assay. The pro-
liferaion-related genes such as c-myc, bel-2, eyclin D, were detected by real-time PCR. Results We ob-
tained stable transfectants. Endogenous BC047440 expression could be efficiently down-regulated by transfection
of siRNA BC047440 gene in cultured HepG2 cell, and the cell proliferation rate of HepG2 transfected with
pGenSil-1-BC047440-siRNA vector (PP,) was significantly inhibited as compared to that in untreated parental
HepG2 cells (PP,) and in HepG2 transfected with vacant vector pGenSil-1 (PP, ). The cell colony formation
rate was statistically decreased in siRNA, which was respectively (8.42 +0.82)% in PP, (39.31 £5.39)%
in PP, and (40.96 £3.21)% in PP,(P <0.01). The expressions of c-myc gene were down-regulated in PP,

as compared to those in PP, and PP,, and the expression levels of c-myc gene in PP, was about 12/25 of
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that in PPy. There was no significant changes in other proliferation-related genes. Conclusion BC047440 siR-
NA could inhibit the cell proliferation of HepG2 cell and be used as a novel method to inhibit the proliferation of

hepatoma carcinoma cell. Our study reveals the relationship between BC047440 and c-myc gene.
Key words; BC047440; HepG2; c-myc; hepatoma carcinoma cell; siRNA
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BC047440 JE[H 5 NF-xB & T &A% iFZRHEH
F BB H G P 0 DL NF-kB M 1T 5| % B

% NF-«B 4% 04 5 B8 5 A e 11 e-mye  bel-2 eyelin D,
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